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Online Figure V. Lymphatic phenotype in 7LH & UH "“5mice.
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Target Sequence Chromosome |TF Name Tutative BS for ER  [Distance from +1

Flgf TGACCTTAGGACCCC chrX HNF4 half-ERE -4505
Flgf TGACCTACT chrX HNF4 half-ERE -1665
Flgf TGTGAGTCA chrX AP-1 AP-1 -302
Flgf AGGACAGC chrX ERR2 (ESRRB) mutated half-ERE 983
Flt4 AAGGTCATCAT chr11 HNF4 half-ERE -712
Flt4 AGGTGAGCG chr11 ERR2 (ESRRB) mutated half-ERE 144
Lyvet TGACCTTGAATCTTCAG  |chr7 ERR2 (ESRRB) half ERE/mutated ER -4382
Lyve1 TGACTCA chr? AP-1 AP-1 -127
Has1 TGACCTTGGGCACTAGG  |chr17 Esrrb half-ERE -1468
Has1 GTGACCTGAGTT chr17 HNF4 half-ERE -706
Has1 AGGTCAGGCAGTCCT chr17 TERALPHA half ERE/mutated ER -103
Has2 TGACCTTCTCAGA chr15 HNF4 half-ERE -4622
Has?2 AGGTCAGACAA chr15 HNF4 half-ERE -1291

Online Table I. ERalpha-targeted sequences
Genome analysis of potential ERalpha targeted sequences in FIGF (VEGF-D), Fit4 (VEGFR-3), Lyve1, HAS1 and
2 genes (-5000bp to +1000bp).






